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Models of Evolution, Open Workshop
a CONTRA Innovative Training Network Workshop

Barcelona, June 3, 2019
IRB Barcelona; Parc Cientific de Barcelona , Carrer Baldiri Reixac 10 ; 08028 Barcelona

Room 1 Tower I 

13:00 Registration and Welcome Lunch

14:00 Welcome presentation ( Nuria Lopez-Bigas/ Martina Gasull)

Project presentations

14:30 ESR1: Michael Schneider, Comparing tumour phylogenies from single cell data versus bulk sequencing data
14:50 ESR2: Hania Kranas, The mechanisms of coding and non-coding oncogenic alterations
15:10 ESR3: Jose Bonet, Identification of drivers of relapse and metastasis

15:30 Coffee Break

15:50 ESR4: Arthur Dondi, Estimating tumour phylogenies from single-cell SNV and CNA data
16:10 ESR5: Senbai Kang, Evolutionary history of circulating tumor cells and distant metastases
16:30 ESR7: Nico Borgsmüller, Inferring tumour Evolution and Migration
16:50 ESR9: Shadi Darvish Shafighi, Evolution of drug resistance on genetic and phenotypic levels
17:10 ESR10: Reda Keddar, Driver events, evolutionary dynamics and interplay with the external environment across cancer types

17:30 Closing



20:00 Dinner at Restaurant L'Antic Forn (Pintor Fortuny, 28, Raval, 08001 - Barcelona 





Barcelona, June 4, 2019
Institut d'Estudis Catalans, Carrer del Carme, 47; 08001 Barcelona
Room Nicolau d'Owler

Project presentations

9:00 ESR8: Mandi Chen, Models and inference for single-cell sequencing and tumour evolution
9:20 ESR11: Fausto Fabian Crespo Fernandez, Estimation of tumour growth rates from NGS data
9:40 ESR12: Monica Valecha, Mutational patterns and models within tumours
10:00 ESR13: Yeman Brhane Hagos, Integrated image and genomics
10:20 ESR14: Paula Martin-Gonzalez, Spatial genetics and transcriptomics of pancreatic cancer
10:40 ESR15: Mohammadreza Mohaghegh Neyshabouri, Reconciling tumour trees and multiple tumour progression models

11:00 Coffee Break
Journal Club
11:30 Paper 1: Michael Schneider, clonealign: statistical integration of independent single-cell RNA and DNA sequencing data from human cancers
11:45 Paper 2: Paula Martin-Gonzalez, A mathematical-descriptor of tumor-mesoscopic-structure from computed-tomography images annotates prognostic- and molecular-phenotypes of epithelial ovarian cancer
12:00 Paper 3: Hanna Kranas, Somatic and Germline Mutation Periodicity Follow the Orientation of the DNA Minor Groove around Nucleosomes
12:15 Paper 4: Jose Bonet, Effective clustering for Single Cell Sequencing cancer data
12:30 Paper 5: Nico Borgsmueller, Spatial structure governs the mode of tumour evolution
12:45 Paper 6: Artur Dondi, Single-cell mutation identification via phylogenetic inference
13:00 Paper 7: Senbai (Ethan) Kang, SiFit: inferring tumor trees from single-cell sequencing data under finite-sites models
13:15 Paper 8: Shadi Shafighi, PyClone: statistical inference of clonal population structure in cancer

13:30 Lunch

14:30 Paper 9: Reda Keddar, Evolutionary dynamics of neoantigens in growing tumours
14:45 Paper 10: Mandi Chen, Universal Patterns of Selection in Cancer and Somatic Tissues
15:00 Paper 11: Mohammadreza Mohaghegh Neyshabouri, ddClone: joint statistical inference of clonal populations from single cell and bulk tumour sequencing data
15:15 Paper 12: Fausto Fabian Crespo Fernandez, Forward and backward evolutionary processes and allele frecuency spectrum in cancer cell population

15:30 Coffee Break

15:45 Paper 13: Monica Valecha, Intra-tumour diversification in colorectal cancer at the single-cell level
16:00 Paper 14: Yeman Hagos, A dormant TIL phenotype defines non-small cell lung carcinomas sensitive to immune checkpoint blockers
16:15 Closing 


18:00 Visit to CCCB Exhibition Quantum. The exhibition Quantum gives us the keys to understanding the principles of Quantum physics, and it does so through the joint creative work of scientists and artists. The project invites the public to browse freely, to awaken their curiosity, and to critically evaluate the new paradigms of modern science.



20:00 Dinner at Restaurant L'Antic Forn (Pintor Fortuny, 28, Raval, 08001 - Barcelona 




Barcelona, June 5, 2019
Institut d'Estudis Catalans, Carrer del Carme, 47; 08001 Barcelona
Room Nicolau d'Owler



8:00 Meeting at "Residencia de Investigadores"

8:30 Visit to Barcelona Super computing Centre "Mare Nostrum"

9:30 return to IEC

10:00 Coffee Break

Tutorial

10:30 Tutorial (first part)
Overview
This workshop will introduce the basic concepts required to understand and implement probabilistic models for studying cancer biology. By the end of the workshop attendees should have a basic understanding of the probabilistic modelling process. This includes developing an appropriate model for the problem at hand, fitting the model to the data and testing the model. The workshop will be broken into five modules, with short breaks and lunch between. Supporting notes and code examples will be made available closer to the date.
Module 1: Introduction to probabilistic modelling
Module 2: Inferring clonal population structure from bulk sequence data

13:30 Lunch

14:30 Tutorial (second part)
Module 3: Spatially correlated models for copy number inference
Module 4: Phylogenetic analysis to identify mutational loss

16:00 Coffee Break
Module 5: Summary and advanced topics

17:30 Closing 

Free time ( to visit the city centre)

20:00 Dinner at Restaurant L'Antic Forn (Pintor Fortuny, 28, Raval, 08001 - Barcelona 



Barcelona, June 6, 2019
Institut d'Estudis Catalans, Carrer del Carme, 47; 08001 Barcelona



8:30 Registration and Welcome

9:00 Single Cell Genomics: From Sample to Cell Atlas
Holger Heyn, Centro Nacional de Análisis Genómico (CNAG-CRG)

9:40 The evolutionary dynamics of cancer
Ricard Solé, Universitat Pompeu Fabra (UPF)

10:20 Systems biology to study cancer evolution 
Francesca Ciccarelli, The Francis Crick Institute (CRICK)

11:00 Coffee Break

11:20 Deciphering geographical complexity of the tumour ecosystem 
Yinyin Yuan, The Institute of Cancer Research (ICR)

12:00 mRNA quality control in tumor evolution
Fran Supek, Institute for Research in Biomedicine (IRB Barcelona)

12:40 De novo proteins in evolution and disease,
Mar Albà, Institut Mar d'Investigacions Mèdiques (IMIM)

13:20 Lunch

14:40 Inferring phylogenies from tumor NGS data
David Posada, Universidad de Vigo (UVigo)

15:20 The intra-tumor phylogeny problem
Niko Beerenwinkel, ETH Zurich Basel

16:00 Coffee Break

16:20 Understanding mutational processes to understand genome evolution
Núria López-Bigas, Institute for Research in Biomedicine (IRB Barcelona) 

	

Barcelona, June 7, 2019
IRB Barcelona; Parc Cientific de Barcelona , Carrer Baldiri Reixac 10 ; 08028 Barcelona

Room 3 Tower I 
Mid Term Meeting ITN-CONTRA
Preliminary

9:00 Welcome and Introduction
Introduction: Short introduction by the REA Project Officer and the Project Coordinator on the purpose of the meeting. 
9:10 Monitoring Process
REA Project officer presentation: presentation on the monitoring of project implementation, reporting and purpose of the mid-term check.
9:30 Partner Presentations 
 
10:45 Coffee Break
11:15 Project Reporting
12:00 ESR Individual presentations
13:30 Lunch
14:30 Restricted session with the fellows 
15:30 Restricted session  
[bookmark: _GoBack]16:15 Closing Remarks 
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